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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PLAAT3 11145 BC001387 NM 001128203
About the gene

Official Symbol PLAAT3

Previous Symbol HRASLS3|PLA2G16

Official Full Name | phospholipase A2 group XVI

Synonyms HREV107; H-REV107-1; HREV107-3; MGC118754.; AAPLA; PLAAT-3
Location 11q12.3-q13.1

Gene Type protein-coding gene

Uniprot ID P53816

Pathway/Library others

Exhibits both phospholipase A1/2 and acyltransferase activities (PubMed:19615464, PubMed: 19047760,
PubMed:22825852, PubMed:22605381, PubMed:26503625). Shows phospholipase A1 (PLA1) and A2
(PLA2) activity, catalyzing the calcium-independent release of fatty acids from the sn-1 or sn-2 position of
Gene Summary glycerophospholipids (PubMed:19615464, PubMed:19047760, PubMed:22825852, PubMed:22605381,
PubMed:22923616). For most substrates, PLA1 activity is much higher than PLA2 activity
(PubMed:19615464). Shows O-acyltransferase activity,catalyzing the transfer of a fatty acyl group from
glycerophospholipid to the hydroxyl group of lysophospholipid (PubMed:19615464). Shows




N-acyltransferase activity, catalyzing the calcium-independent transfer of a fatty acyl group at the sn-1
position of phosphatidylcholine (PC) and other glycerophospholipids to the primary amine of
phosphatidylethanolamine (PE), forming N-acylphosphatidylethanolamine (NAPE), which serves as
precursor for N-acylethanolamines (NAEs) (PubMed:19615464, PubMed:19047760, PubMed:22825852,
PubMed:22605381). Exhibits high N-acyltransferase activity and low phospholipase A1/2 activity
(PubMed:22825852). PLAT3_HUMAN,P53816 (Microbial infection) Acts as a host factor for
picornaviruses: required during early infection to promote viral genome release into the cytoplasm
(PubMed:28077878). May act as a cellular sensor of membrane damage at sites of virus entry, which
relocalizes to sites of membrane rupture upon virus unfection (PubMed:28077878). Facilitates safe
passage of the RNA away from LGALSS, enabling viral genome translation by host ribosome
(PubMed:28077878). May also be involved in initiating pore formation, increasing pore size or in
maintaining pores for genome delivery (PubMed:28077878). The lipid-modifying enzyme activity is
required for this process (PubMed:28077878). PLAT3 HUMAN,P53816
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